
ゲノムによる当該菌株の同定

Average Nucleotide Identity (ANI) 解析
ANI解析は、対照株のゲノム配列をコンピュータ上で1,020 bpに

断片化し、比較株のゲノム配列に対して各断片の相同性検索を
行い、それらの相同値の平均値からゲノム配列間のANI値を求
める。ANI値が95%以上であれば同種、95%未満であれば別種
(新種) と判定する。
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VS B. amyloliquefaciens ts BSM7 VS B. velezensis ts FZB42



VS B. subtilis ts



surfactin

iturin fengycin

Antimicrobial activity against plant pathogen Induction of disease resistance on host plants

Cyclic lipopeptide(cLP) produced by Bacillus species

植物病原菌殺菌作用 植物の病害抵抗性付与



antiSMASH 6.0: improving cluster detection and comparison capabilities
Kai Blin, Simon Shaw, Alexander M Kloosterman, Zach Charlop-Powers, 
Gilles P van Weezel, Marnix H Medema, & Tilmann Weber
Nucleic Acids Research (2021) doi: 10.1093/nar/gkab335.

Identification, annotation and analysis of 
secondary metabolite biosynthesis gene clusters in bacterial genomes

https://antismash.secondarymetabolites.org/upload/bacteria-8e857d58-b080-428f-aedb-e9673004191c/index.html#

二次代謝物
合成遺伝子



fengycin＆iturin



Name Peptide moiety

Surfactin A L-Glu-L-Leu-D-Leu-L-Val-L-Asp-D-Leu-L-Leu

SrfA operon
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pps Operon for fengycin itu operon for iturin






